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Isolation and Characterization of NBS- LRR Resistance Gene
Homology Sequences from Dongxiang Wild Rice

WANG Zheng hua', GAO Xiw jie', CAO Meng liang®
(1. College of Computer, National Univ. of Defense Technology, Changsha 410073, China;
2. National Hybrid Rice R&D Center, Changsha 410125, China)

Abstract:The resigarnt gene of plants has conservative sequence. Probes were designed in temms of the sequences of known
resistance gene. With the colony hybridization method, the genomic library of Dongxiang wild rice was screened and two candidate clones
were obtained. The sequences were analyzed with the blast program to the GenBank database and a conservative NB- ARC domain was
found in both of the sequences. The clones would be transferred mnto rice for a further analysis.
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s2, as3 PCR DNA, PCR s

1 , , 1~9 44.0C 44.4°C 45.5C 47.27C
49.1TC 51.0C 52.9C 54.8C 56.7°C ,7 , 500bp
, , 7 52.9C ,
, 400~ 600bp 36. S5lng/ M1
500bp
1 DNA PCR
Fig. 1 The temperature gradient PCR of the Dongxiang wild rice whole genomic DNA
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2.1 27.5H1( DNA 1000ng), NEBIlot Phototope Kit

s , Phototope- star Detection Kit
, X , PCR

2.3 PCR

2 , 384 )

DBI19 H21 DB17 G9 , DB19 C5
384 , , s2,as3 PCR,
H21,G9 500bp ,C5 500bp ,
(3
2
Fig.2 The southern blotting resuls of the Dongxiang wild rice genomic library
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Fig.3 The PCR results of H21 and G9 Fig.4 The restriction digest reaction
results of the positive clones
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RPS2 QSINNYDVLIWVQMSKRFLL _EKTGVPRPKVM IRRLAEIIVSKCG

RPS-2 KKIHNFDIVIWIVVSKRFVL| EAIGIPYPKVA X (C

T2C~1 KAVYNFGLTAWFCVSKRFLV DDLRNLFLKIIV

12C-2 KAVYNFDLKAWFCVSKKFLI DELRNVFVKIIV EEVGRQIAAKCK

RPP13 RKLYNFEYRAWTYVSKKYLV DSLKRALPRVII LKTGKEMVQKCR

RPP8 RQVFHFDGFAWVCVSGRYLYV DVIKAVFPKMLL EAMGKEMVTHCG

RPM1 ANIFKFESYAWVTISKRYIV fREISTALPRVMM LEPTARKLVERCQ!
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Fig. 6 The cluster analysis between the obtained sequences and nine resistance gene sequences
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